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1. Personal bio-data:

a) Position/Designation - Principal Scientist
b) Joining date in ICAR : 20.2.1995, (DOB: 27/08/1968)
c) Discipline and Specialization - Plant Biotechnology (Molecular Breeding)

d) Training/advance exposure in the area of work:

e Crop Gene Expression Analysis and structural Bioinformatics,1-11,March 2011,NBPGR,
New Delhi and National Agricultural Bioinformatics Grid (NAIP).
e Data Analysis using SAS, 19-25, January 2011, NAARM, Hyderabad and NAIP.

e) Contribution to the scientific advancement:
e ldentification two candidate genes viz., sucrose phosphate synthase and sucrose
transporter for grain filling in rice
e Fine mapping of Rf4 and Rf3 loci for fertility restoration of WA-CMS in rice
e Identification of candidate gene for rice tungro virus resistance QTL
e ldentification of three genomic regions associated with zinc uptake in rice grains
e Functional validation of identified candidate gall midge resistance genes

2. Future Planning of research :

e ldentification of candidate genes for grain filling in rice

e ldentification of genomic regions for Nitrogen use efficiency

e Development of marker system for restorers and maintainers for WA-CMS
e Development of rice tungro virus resistant varieties

e Development of varieties with high zinc content in the grains
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4. Other relevant activities of Scientist:

Acting as Treasurer for the Society for Advancement of Rice Research, DRR




